[Study on factor IX gene mutation in 74 hemophilia B patients].
To investigate the distribution of the FIX gene mutations in hemophilia B(HB) and compare the mutation patterns between the Chinese HB and Caucasian HB. Genomic DNA was extracted from the blood samples of HB patients. Nine DNA segments of the FIX gene were amplified. Gene mutations of the amplified DNA segments were detected by direct sequencing. Fifty eight independent mutations were detected and identified in 69 HB patients. Among them twenty nine mutations were novel and not reported before. A similar pattern of germline mutation was found in both Chinese HB and Caucasian HB patients. No difference was observed in mutation patterns between Chinese and Caucasian HB.